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GLRL--G--

92RW020.5
92UG031.7
92UG037.8
UG275A
UG273A
VI191A
DJ264A
DJ263A
DJ258A
KENYA

CONSENSUS-B~ ---?------
SF2 B —
SF2B13 -H-.---V--
LAl [ —
HXB2R R
GP160EN Y = J—
NY5CG R
NL43 R
JRCSF S .
JRFL I VA
ALA1 S V.
JH32 R
YU2 eee -G V-
BRVA I V.
91US005.11 -L-.---V--
91US006.10 -H-.--GV--
ETR --K.---V--
BA1A --.R---F--
MN -..R---V--
Qz4589 Y = S—
CAM1 R
ADA SR V.
JFL S
SIMI84 R .
BCSG3C R
D31 S V.
SF162 S
oyl S, VA
ENVVA [ V.
SF33 I V.
CDC42 S VA
HAN

RF
WMJ22
92BR020.4
92THO014.12 - R
92US711.14 S
91US712.4 -
92US714.1 --—I-R
92US715.6 I .
92US716.6 [y
92HT593.1 R
92HT594.10 S

CONSENSUS-B -2
92HT596.4 S
92HT599.24 |- eoen
91HT651.11  --.=mmev
RJS S
GUN RV
P896 S
68A e
HEI3BL S
HEI4BL .
HEI20BL _
HEI22BL S
HEI27BL S
HEI28BL RV
us1 R
us2 S
us3 R
us4 P
CM237X R
91HT652.11  --.-mmmv
92UG005 —
3202A12 eV
3202A21 eeVes
MANC e
WEAU160 S

CONSENSUS-C -Ig----?--
93MW959.18 -LQK--D---

93MW960.3 Qe
93MW965.26  -LQ------
92BR025.9 Q-
UG268A2 LQeeeeee
SM145A ELQ-—--
ZAM18A o —
ZAM20A o p—
SE364A 1.Qeerl
B_H93THO67A  --.-—-R
C_BU910905A  -LQ--T-
C_BU91007A  -IQ-I-

C_BU91003A -LQ----
C_BU91002A -LQ--
C_BR91015A -LQ----
C_BU91001A -LQ--
C_BU91006B - Q-
C_BU91008A -LQ---I--
C_BU91004A -LQ---I-

CONSENSUS-D  --.--nm-
ELI

7276

76

NDK
92UG021.16
92UG024.2
Jvi
UG269A
UG274A2 Kol
SE365A2 Y
93ZR001.3 eV

CONSENSUS-E  -}----G-
93TH966.8 LG
93TH975.15  -L----G-
TN235 LeeGee
TN239 LeeGee

[-124
DEC 96

CONSENSUS-E
TN242

TN243
92THO022.4
93TH976.17
CM240X
E_H92THO11A
E_H92THOO01A

CONSENSUS-F
BZ163A
BZ126A
93BR020.17
93BR029.2
F_H93BRO29A

CONSENSUS-G
LBV217
92RU131.9
92UG975.10

CONSENSUS-O
ANT70
MVP5180

VAU
O_GAL1.VIG86EN

CONSENSUS-U
Z3
U_BU91009A

CONSENSUS-A
AD_K124A2
DA_MAL
AD_UG266A2
CA_ZAM184
GX_VI525A2
FB_93BR019.10
DA_C608010
HIV1UG3521

oG-
LG
LG
LG
LG
LG
LG
Lo--G--

?LgL-LWIIG
YLRL-LWILG
YLGL-LWILG
HLGL-LWIIG

HLGL-LWILG

.|.|...g..

L-L--G--
L-P—-G-

CONSENSUS-CPZ SL-LLR-R-C

CPZGAB

SL-LLR-R-C



HIV CTL Epitopes

gp41 CTL Epitope 16-17 CONSENSUS-B - CONSENSUS-E ~ --reemeev
92US716.6 93TH975.15  ---r-mem-
_ 92HT593.1 TN235 —e-D-eel-
CQNSENSUS-B slinatAiaV 92HT594.10 TN239 T
Epitope16 SLLNATDIAV (A2) O2HT596.4  coomeees TN242 FD
Epitopel7 LLNATDIAV (A2) 0OHT599.24  woomeemes TN24S e
91HT651.11 —emommem- 92TH022.4 =S
CONSENSUS-A  n--dti---- P896 = meeeeeee- 93TH976.17  —-cmmmemme
U455 T--D-V-V-- 68A e V-- CM240X ---D-----A
SF1703 N--DTI---- HEI3BL - E_H92THO11A  ---D------
IBNG N---Tl--V- HEI4BL E_H92THOOIA  ---D-A--|
7321 N--DTV---- HEI20BL = cceeeeeeee
92RW020.5 N-VDTI---- HEI22BL ~ —ememeeee CONSENSUS-F ety
92UG031.7 N-FDTI---- HEI27BL  —cmeemee BZ163A G-F-T---V-
92UG037.8 N-FDTI--V- HEI28BL oo BZ126A Ty
UG275A —-FDTI-WVI us1 N— 93BR020 17  coemeeeee
UG273A N-DTl---- Us2 N---T--o- 93BR029.2 TV~
VI191A T--D--o- US3 F_HO3BRO29A  ——T—-V-
DJ264A N--DTl---- US4
DJ263A N--DTI-L-- CM237X [ S .
T
KENYA N-VDTI--V- 92UG005 - F-Te---
2020 9§RU1:;1.9 --FDTI--T-
CONSENSUS.B oo 300821 92UG975.10 N-VDTI-V
22513 W ______ \'\,/lvéxﬁmo CONSENSUS-O  ?--DTI-V--
LAl ANT70 ---DTL-V--
HXB2R CONSENSUS-C  ---dt?---- \’\;'XS5180 ”:‘IBPVV\?
GP160EN 93MW959.18 -IVDTL----
NY5CG 93MW960.3 /DTl O_GAL.VIGSGEN --IDTL-VT-
NL43 93MW965.26 —-DTI--T-
JRCSF e 92BR025.9 ~FDTl---- CONSENSUS-U  --?7----7-
JRFL e UG268A2 ) - z3 V-
ALAL e SM145A ~-DTI--T- U_BU91009A --FD------
JH32 ZAM18A ~-VD-I--T-
BAL1 ZAM20A DTl CONSENSUS-A  n--dfti----
14072 — DJ259A e TeT- AD_K124A2 --VDTI-VV-
BRVA e DJ373A ) p— DA_MAL S, (S
91US005.11 =-D-V--- SE364A —-DTI--T- AD_UG266A2 N-F-T-----
91US006.10  ----- [---- B_H93THO67A  ---T--—- CA_ZAM184 DTl
= = C_BU910905A  ---DT---- GX_VI525A2 He-Tommex
BA1A S, - C_BU91007A N--DT----- FB_93BR019.10 --F--I----
MN e C_BU91003A S W— DA_C608010 —-DTI--V-
Qz4589 - - C_BU91002A ~--DTV---- HIV1UG3521 N--DTI----
CAM1 --FDTl---- C_BR91015A S W—
ADA e C_BU91001A N---]----- CONSENSUS-CPZ ---D------
JL e C_BU91006B --FDTI---- CPZGAB o Deee
SIMI84 N, SNAVA C_BU91008A ) p—
BCSG3C VI yZ— C_BU91004A S -
0 c A —
SF162 --FD-l---- CONSENSUS-D  ---dti-—
(0) 7 ——— ELI --FD-l----
ENVWA e 7276 -DTl----
S K — z6 --DTl----
CDC42 SRVAY - NDK ~-DTl----
HAN F-Tl--- 92UG021.16 —-D---T-
RF 92UG024.2 —F-T---V-
WMJ22 )%
TB132 UG269A ~FDTI--V-
92BR020.4 UG274A2 ~FDT----
92THO014.12  -—--eemem- SE365A2 =-DTl---
92US711.14  ---mee 93ZR001.3 S
91US712.4 eeeeee-
92US714.1  --eeeee- CONSENSUS-E =~ -
92US715.6  --m-ee- 93TH966.8 -------m-
1-125



HIV CTL Epitopes

gp4l CTL Epitope 18-21

CONSENSUS-B
Epitopel8
Epitope19

(A2)

Epitope20

(H-2 Py
Epitope21

(A2)

CONSENSUS-A
U455
SF1703
IBNG

7321
92RW020.5
92UG031.7
92UG037.8
UG275A
UG273A
VI191A
DJ264A
DJ263A
DJ258A
KENYA

CONSENSUS-B
SF2
SF2B13
LAI
HXB2R
GP160EN
NY5CG
NL43
JRCSF
JRFL
ALAL
JH32
BAL1
YU2
BRVA
91US005.11
91US006.10
ETR
BA1A

MN
Qz4589
CAM1
ADA

JFL
SIMI84
BCSG3C
D31
SF162
oYl
ENVVA
SF33
CDC42
HAN

RF
WMJ22
TB132
92BR020.4

DRvievvgraZ?rail

DRVIEVVQGAYRAIR (?)
DRVIEVVQGAYRAIR

DRVIEVVQGAYRAIR

RVIEVLQRA

— ig..ig....
----- IG-TIG---

weee-L-A-Y---R
------ A--IC-G--
weee-L-A-Y---R
welememsVY e
wel-AL--TY---
S [
- LKIL--F -
N [ VA
ceeelLe-F=-V-

w-le-A--|G--F-
S RVAN 53

—--IA--FF-GF-

CONSENSUS-B
92TH014.12
92US711.14
91US712.4
92US714.1
92US715.6
92US716.6
92HT593.1
92HT594.10
92HT596.4
92HT599.24
91HT651.11
P896

68A

HEI3BL
HEI4BL
HEI20BL
HEI22BL
HEI27BL
HEI28BL
us1

us2

us3

us4
CM237X
91HT652.11
92UG005
3202A12
3202A21
MANC
WEAU160

CONSENSUS-C
93MW959.18
93MW960.3
93MW965.26
92BR025.9
UG268A2
SM145A
ZAM18A
ZAM20A
DJ259A
DJ373A
SE364A
B_H93THO67A
C_BU910905A
C_BU91007A
C_BU91003A
C_BU91002A
C_BR91015A
C_BU91001A
C_BU91006B
C_BU91008A
C_BU91004A

CONSENSUS-D
ELI

7276

Z6

NDK
92UG021.16
92UG024.2

Jyl

UG269A
UG274A2

------ L--1G---
B I VA
N (e S
______ L---W----
ST S
----- [1--1G----
----- l1--1G----
~|--G-RGVC---
weleefemeVoeLs
—Kl----C--R
- VerL--G--V-
------ A--TC--—
S A

weleel=-IF=-V/I
S, Y----

T VA
ool G

S T M
~IL-SL--IG--R
wole-LI--LG---Y

w-l---I-GIW---C
~|--G-GIG----
~--LA--IC-GVR
—l--Fl-IC--R
wl--L-—-IC--R
~I-KFI-GLW---C
wl--ll-IW--FC
wl-L--IC--S

~IL-LL-IG---Y
L IW---R
~1--FI-GFG---Y
wl--LI--IC--C
w-L---GIW---Y
wel--ll=-IC---Y
~IL-LIL-IG--C
—l--LI--SV---C
wele-LI-IC--Y

S R S——"A

S B VA
wee|-R=-C--V-
weee|-R-TY--V-
[ C----
SN A A
el L-IG-

—l--LIR=-F--V-
SR VAVA
SRRV VA

1-126

DEC 96

CONSENSUS-D
SE365A2
93ZR001.3

CONSENSUS-E
93TH966.8
93TH975.15
TN235

TN239

TN242

TN243
92TH022.4
93TH976.17
CM240X
E_H92THO11A
E_H92THOO1A

CONSENSUS-F
BZ163A
BZ126A
93BR020.17
93BR029.2
F_H93BRO29A

CONSENSUS-G
LBV217
92RU131.9
92UG975.10

CONSENSUS-O
ANT70
MVP5180

VAU
O_GA1.VI686EN

CONSENSUS-U
Z3
U_BU91009A

CONSENSUS-A
AD_K124A2
DA_MAL
AD_UG266A2
CA_ZAM184
GX_VI525A2
FB_93BR019.10
DA_C608010
HIV1UG3521

S M——A

w-]-D---e-Cmv
we---G-TIF---

______A_g_W____
------ A-GIW----
wee-A-G-Wore-
- A-G-W----
weeA-G- W
- A-G-W----
Ke--A-G-W--e-
wele AW
S Y N V.

e A-G-W--o-
----- AA-G-W---
------ A--VW--—-

~1-AAL--G----
~I-AAL--IG----

-gi-IGi--1G-G-?
-GI-AGI-IGTG-R
-GI-LGL--IGQGF-
-ST-LGI-SIG-G--

-GI-LGI--IG-G-R

2992777
w----G-IC---
-WC--II--IG--LC

—— ig..ig....
-SI-KIG--LG--F-
----- IG--FG----
B V-
|--IG--C-R
BN VA
----- Al--IC--V-
-S---IAR-LC---
S (N VA

CONSENSUS-CPZ --I--AF-VTL-I-R

CPZGAB

—|--AF-VTL-I-R



gp41 CTL Epitope 22-24 CONSENSUS-B

CONSENSUS-B ip?rirQGleralLl

Epitope22 IPRRIRQGL (87)
Epitope23 RRIRQGLERILL
(A30,B8)

Epitope24 RRIRQGLERILL (B7)

CONSENSUS-A

U455 B = S
IBNG <ReeeFneee
Z321 N = S
92RW020.5 = S— G--
92UGO031.7 --R----- =
92UG037.8 B = T —
UG275A B = Y =
UG273A ~ReeeeFonmee
VI191A —-R--—--A-K--Q
DJ264A [ Y —
DJ263A B = S
DJ258A N = F——
KENYA B S

CONSENSUS-B
SF2

SF2B13

LAI

HXB2R
GP160EN
NY5CG = S L--
NL43 = B |--
JRCSF By P
JRFL Iy
ALA1 ~-R---=-F----
JH32
BAL1 =
Yu2 [ Y A
BRVA B = — Q
91Us005.11 ... H---K----
91US006.10
ETR

BA1A

MN

QZz4589
CAM1

ADA

JFL

SIMI84
BCSG3C
D31

SF162

oviI

ENVVA B = 0 Y A—
SF33 Ny U S—
CDC42 S = S S
HAN = Y A———
RF N = S—
WMJ22 B = T
TB132 By R KGR
92BR020.4
92TH014.12
92US711.14
91USs712.4
92US714.1

92US715.6
92US716.6
92HT593.1
92HT594.10
92HT596.4
92HT599.24
91HT651.11
P896

68A

HEI3BL
HEI4BL
HEI20BL
HEI22BL
HEI27BL
HEI28BL
usl1

us2

US3

us4
CM237X
91HT652.11
92UG005
3202A12
3202A21
MANC
WEAU160

CONSENSUS-C
93MW959.18
93MW960.3
93MW965.26
92BR025.9

--r-----f-a--q
A-em-F-Aee-
R----F-A--
-Re-e-F-T---

~R----F-A-Q
UG268A2 ~-R---F-A-Q
SM145A ) P -
ZAM18A R
ZAM20A “R--

DJ259A ~R-----F-A-Q
DJ373A ~R---F-A-Q
SE364A ~-R---F-A-Q
B_H93THO67A  --T-----F--mm-
C_BU910905A  --R-----F-A--Q

C_BU91007A --T-----F-A-Q
C_BU91003A —-R------- A--Q
C_BU91002A --R-----F-A--Q
C_BR91015A --R-----F-A--Q
C_BU91001A --R-----F-A--Q
C_BU91006B --R-----F-A--Q
C_BU91008A --R-----F-A---

C_BU91004A --R------- A-Q

CONSENSUS-D
ELI

2276

Z6

NDK
92UG021.16
92UG024.2
Jyl
UG269A
UG274A2
SE365A2
93ZR001.3

CONSENSUS-E

B = S

-127
DEC 96

HIV CTL Epitopes

CONSENSUS-E
93TH966.8
93TH975.15
TN235

TN239

TN242
92THO022.4
93TH976.17
CM240X
E_H92THO11A
E_H92THOO01A

CONSENSUS-F

BZ163A TeeeFoeee
BZ126A TeeeeFneee
93BR020.17  --R---wmmv
93BR029.2 S

F_H93BRO29A  V-R-----------

CONSENSUS-G ~ =-R----mwren-

LBV217 =S
92RU131.9 =S
92UG975.10  --Re--e-eeee-
CONSENSUS-O  -f-rmrmemv -
ANT70 =S S-
MVP5180 YRy
VAU S Lo

O_GA1.VIB86EN --T-----mm- S-

CONSENSUS-U --R-----F-?--?
Z3 N = S
U_BU91009A --R-----F-A--Q
CONSENSUS-A  --f=---mmmmmm-
AD_K124A2 “-Re-ee-Fmeee
DA_MAL <Reeee-Fmeee
AD_UG266A2 L R =S
CA_ZAM184 [y (S S
GX_VI525A2

FB_93BR019.10 V-T-----------
DA_C608010 Ny R =S
HIV1UG3521 Sy

CONSENSUS-CPZ --R-----------
CPZGAB = T —



